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Hydrogen bonds 
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Hydrogen exchange 
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Ribonuclease A 
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Neutron diffraction 
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X-ray diffraction, 221 
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Bacteriophage fd 
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DNA, 531 
Major coat protein, 531 
Calcium ion 
Binding sites, 193 
Lanthanide induced shifts, 193 
Parvalbumin, 193 
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Amino group interactions, 97 
Methylated amino groups, 97 
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Molecular motion, 515 
Quadrupolar echo technique, 515 
Two-site jump model, 515 
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DNA, 632 
Nucleotides 
Catalytic site, 225 
Chromium (III), 225 
Paramagnetic probes, 225 
Phosphoryl transferases, 225 
Pancreatic trypsin inhibitor 
Computer graphics, 549 
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Lattice jump model, 628 
Structural fluctuations, 628 
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Solvent/temperature effects, 90 
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Nucleotides 
Chromium (III) 
Catalytic site, 225 
Paramagnetic probes, 225 
Phosphoryl transferases, 225 


Oxygen 
Hemoglobin 
Bohr protein release, 331 
Cooperative interactions, 331 
Hydrogen bond formation, 331 
Thermodynamics, 331 
Oxygen transport 
Hemoglobin 
Fourier transform infrared spec- 
troscopy, 220 
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Electrostatic energies, 93 
Globular structure 

Folding free energy, 17 
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Lattice jump model, 628 

Structural fluctuations, 628 
Proton exchange kinetics 

Temperature effect, 561 

Two-path model, 561 
Secondary structures 
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Solvent-protein interaction 
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Tyrosine 

Mathematical analysis, 603 

Side-chain motion, 603 
Water-protein interaction 
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Hydrogen ion concentration 
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Binding sites, 193 
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Nuclear magnetic resonance, 193 
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Dansyl-peptide inhibitor 
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Pepiide synthesis, 639 
Fluorescence anisotropy 
Depolarizing motions, 591 
Peptide conformation 
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Resonance Raman spectra, 636 
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Magnetization, 967 


Rhodopseudomonas sphaeroides R- 26 


967 
Reaction centers, 967 
Light/dark response 
Chlamydomonas reinhardi 
767 
Oxygen yield, 767 
Slow fluorescence induction, 767 
Photosynthetic bacteria 
Linear dichroism theory 
Mathematical analysis, 733 
Reaction centers, 733 


Phrenosin 
see Cerebrosides 


Potassium ion 
Myelin 
Electrical properties, 955 
Nodal membrane, 939 
Rana esculenta, 939 
955 
Tetraethylammonium ion 
Axon, giant, 1037 
Myxicola infundibulum 
1037 


| 

| 

1065 


PRE 
see Photoreactivating enzyme 
Protein assemblies 
Virus, tomato bushy stunt 
Atomic subunit-model, 139 
Electron density map, 139 
Quasi-equivalence, 139 
Protein chain folding 
Disulfide bonds 
Knots vs loop penetration 
216 
Hydrophobicity 
Alpha-helix vs beta-sheet 
422 
Cluster model, 422 
Ribonuclease A, 422 
Protein prosthetic groups 
Lanthanide energy transfer method 
Mathematical analysis, 228 
Protein structure domains 
Classification scheme 
Consistent representations, 211 
Schematic drawings, 211 
Quantitative analysis 
Distance matrix method, 648 
Protein synthesis 
Ribosomes 
Escherichia coli, 283 
Fluorescence anisotropy, 283 
Initiation factor IF3, 283 
Kinetics, mechanism, 283 
Rayleigh scattering, 283 
Proteins 
Ribosomes 
Computer-generated model, 677 
Escherichia coli, 677 
Mathematical analysis, 677 
Tertiary/quaternary structures 
Excluded volume, 77 
Lattice model, 77 
Mathematical analysis, 77 
Proton exchange kinetics 
Pancreatic trypsin inhibitor 
Temperature effect, 561 
Two-path model, 561 


Proton extrusion 
Bacteriorhodopsin 
Halobacterium halobium 
993 
Quantum efficiency, 993 


PTI 
see Pancreatic trypsin inhibitor 


Pyrimidines 
Ribonuclease A 
Conformation change, 91 
Heat capacity, 91 
Ligand binding, 91 
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Paramagnetic probes 
Catalytic site, 225 
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Proton extrusion, 993 


Rayleigh scattering 
Protein synthesis 
Ribosomes, 283 
lac Repressor 
DNA 
Cation effect, 452 
Repressor-operator interaction 
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Mutations 
Nuclear magnetic resonance, 450 
Structure/function, 450 
Tyrosine, 450 
Ribonuclease A 
Amino group interactions, 97 
Conformation change, 91 
Heat capacity 
Conformation change, 91 
Ligand binding, 91 
Pyrimidines, 91 
Hydrogen exchange 
Folding reaction, 427 
Kinetic trap, 427 
Hydrophobicity 
Alpha-helix vs beta-sheet 
422 
Cluster model, 422 
Protein chain folding, 422 
Ligand binding, 91 
Methylated amino groups, 97 
Nuclear magnetic resonance 
Amino group interactions, 97 
Ribonuclease- 
Globular structure 
Folding free energy, 17 
Ribosomes 
Laser Raman studies 
Magnesium ion, 456 
Tertiary structure, 456 
Protein synthesis 
Escherichia coli, 283 
Fluorescence anisotropy, 283 
Initiation factor IF3, 283 
Kinetics, mechanism, 283 
Rayleigh scattering, 283 
Proteins 
Computer-generated model, 677 
Escherichia coli, 677 
Mathematical analysis, 677 
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Rifamycin 
Protein prosthetic groups 
Lanthanide energy transfer method 
228 
Rigor 
Myosin 
Electron paramagnetic resonance 
873, 891 
Orientation, 891 
Rotational motion, 873 
RNA 
DNA 
Duplex structures, 249 
Photoreactivating enzyme 
Escherichia coli, 242 
Substrate interactions, 242 
Ribosomes 
Laser Raman studies, 456 
Tertiary structure, 456 
Virus, tobacco mosaic 
Assembly process, 313, 460 
Computer model-building, 244 
Disk/aggregate protein, 295 
Elongation rates, 295 
Initiation, 460 
Assembly process, 295 
Probable binding frame, 313 
Protein-RNA interaction, 244 
Proton effect, 313 
Reconstitution, 460 
RNA polymerase 
Protein prosthetic groups 
Lanthanide energy transfer method 
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Sensory nerve fibers 
Potassium ion 
Electrical properties, 955 
Myelin, 955 
Serine protease 
Homologous protein families 
Comparative model building, 218 
Sequence homology, 218 
Sickle cell disease 
Hemoglobin 
Electron microscopy, 436 
Sickle cell hemoglobin 
see Hemoglobin 
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Cell freezing 
Solution effects injury, 837 
Sodium ion 
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Electrical properties, 857 
Loligo pealei, 857 
Tetrodotoxin, 857 
Cardiac muscle 
Chick embryo heart cell culture 
779 
Electrical properties, 779 
Mathematical analysis, 779 
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Structure fluctuations 
Thiosulfate sulfurtransferase 
Flexibility recognition method 
641 
pH, 641 
Surface distance 
Energy transfer 
Fluorescence, 1023 
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Protein prosthetic groups 
Lanthanide energy transfer method 
228 
Tertiary structure 
Nucleosomes 
DNA-protein association, 254 
Photoelectric streaming birefringence 
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Tetraethylammonium ion 
Potassium ion 
Axon, giant, 1037 
Myxicola infundibulum 
1037 


Tetrodotoxin 
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Thermodynamics 
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Hydrogen ion concentration, 648 
Linkage system behavior, 648 
Hemoglobin 
Bohr protein release, 331 
Cooperative interactions, 331 
Hydrogen bond formation, 331 
Hydrogen ion concentration, 648 
Linkage system behavior, 648 
Oxygen, 331 
Thiosulfate sulfurtransferase 
Structure fluctuations 
Flexibility recognition method 
641 
pH, 641 
Topography 
Elastase 
Differential labeling technique 
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Porcine pancreas, 503 
Refolding rates, 503 
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Protein prosthetic groups 
Lanthanide energy transfer method 
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Muscle regulation 
Molecular motion, 485 
Temperature effects, 485 


| 

1067 
. ‘ 


Troponin 
Calcium ion 
Molecular motion, 485 
Muscle regulation, 485 
Temperature effects, 485 
Trypsin 
Fluorescence anisotropy 
Depolarizing motions, 591 
Solvent-protein interaction 
Globular protein association 
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Bacteriophage P22 
Laser Raman spectroscopy, 234 
Fluorescence anisotropy 
Depolarizing motions, 591 
Tubulin 
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Assembly process, 445 
Kinetic model, 445 
Microtubules 
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Kinetics, 440 
Mathematical analysis, 440 
Quinary structures, 347 
Sickle-cell hemoglobin, 347 
Tyrocidine A 
Peptide conformation 
Cross-relaxation rate, 807 
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Nuclear Overhauser effect, 807 
Tyrosine 
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Laser Raman spectroscopy, 234 
Histones 
Electron spin resonance, 454 
Reconstitution, 454 
Pancreatic trypsin inhibitor 
Mathematical analysis, 603 
Side-chain motion, 603 
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Mutations, 450 
Nuclear magnetic resonance, 450 
Structure/function, 450 
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Ultraviolet rays 
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Escherichia coli, 242 
Substrate interactions, 242 
Arthropods 
Avoidance kinetics, 921 
Tetranychus urticae Koch 
Avoidance kinetics, 921 
Cyclops serrulatus, 921 
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see UDP-glucose dehydrogenase 


Vectorial processes 
Membranes 
Electron transfer chain, 791 


Virus structure 
Quasi-equivalence, 103 
Self-assembly, 103 
Virus, tobacco mosaic 

Assembly process 
Coat protein, 460 
Initiation, 460 
Reconstitution, 460 
RNA, 460 

Mathematical analysis 
Electrostatic forces, 49 

Quasi-equivalence, 103 

RNA 
Assembly mechanism, 313 
Computer model-building, 244 
Disk/aggregate protein, 295 
Elongation rates, 295 
Optimal assembly conditions, 295 
Probable binding frame, 313 
Protein-RNA interaction, 244 
Proton effect, 313 
Self-assembly, 103 


Virus, tomato bushy stunt 
Protein assemblies 
Atomic subunit-model, 139 
Electron density map, 139 
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Water 
Cell freezing 
Solution effects injury, 837 
Electron spin resonance, 88 
Hydration sequence, 88 
Lysozyme, 88 
Manganese ion 
Nuclear magnetic resonance, 1043 
Spin-echo techniques, 1043 
Summer wheat leaves, 1043 
Nuclear magnetic resonance, 3 
Pancreatic trypsin inhibitor 
Mathematical analysis, 87 
Water-protein interaction, 87 
Water-protein interaction, 3 
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Intramolecular motion, 931 
Nuclear magnetic resonance, 931 
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X-ray crystallography 
Bence-Jones protein 
Antibody-binding site, 230 
Refinement methods, 230 


X-ray diffraction 
Bacteriophage Pf1, 238 
Structural models, 238 
DNA 
Duplex structures, 249 
Gene 5 protein, 155 
Model, DNA/protein structure 155 
Fibrils 
Collagens, 221 
Genetic types I-III, 221 
Notochord, lamprey, 221 


X-ray diffraction (cont’d) 
Motion analysis 
Calcium-binding protein, 645 
Myoglobins 
Mean-square displacements, 465 
Met iron/oxy cobalt forms, 465 
Sperm whale, 465 
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Nuclear magnetic resonance 
Binding sites, 193 
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Lanthanide induced shifts, 193 
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